Amendments to the Claims 

Please cancel claims 1, 2, 4-6 and 8-12 without prejudice or disclaimer. Please amend claims 3 
and 7 as follows. Please add claims 13-22. 

Listing of Claims 

This listing of claims will replace all prior versions and listings of claims in the application. 
1-2. (Canceled) 

3. (Amended) A chimeric CMV virus comprising a g e nom e having a plurality of 
pol3 f Tiucl e otid e s e qu e nc es , linlc e d in conventional phosphodiest e r linlcag e , wh e r e in at least two of 
said polynucleotid e s e qu e nces ar e d e riv e d from diff e r e nt clinical isolat e s or strains of CMV 
selected from the group consisting of Chimera L Chimera XL Chimera III, Chimera IV and 
Towne/Tolll . 

4-6. (Canceled) 

7. (Amended) A The chimeric CMV virus of claim 3 which is Chimera I. 
8-12. (Canceled) 

13. (New) The chimeric CMV virus of claim 7 which comprises: (a) a polynucleotide 
sequence at least 90% identical to a high-passage Towne genome from nucleotides 1 to 3799; (b) 
a polynucleotide sequence at least 90% identical to a Toledo genome from nucleotides 15750 to 
67568; (c) a polynucleotide sequence at least 90% identical to a high-passage Towne genome 
from nucleotides 81647 to 170499; (d) a polynucleotide sequence at least 90% identical to a 
Toledo genome from nucleotides 175069 to 203136; and (e) a polynucleotide sequence at least 
90% identical to a Towne genome from nucleotides 205803 to S-term. 

14. (New) The chimeric CMV virus of claim 7 which comprises: (a) a polynucleotide 
sequence at least 90% identical to a high-passage Towne genome from nucleotides 1 to 3799; (b) 
a crossover region from nucleotides 3800 to 15749; (c) a polynucleotide sequence at least 90% 
identical to a Toledo genome from nucleotides 15750 to 67568; (d) a crossover region from 
nucleotides 67569 to 81646; (e) a polynucleotide sequence at least 90% identical to a high- 
passage Towne genome from nucleotides 81647 to 170499; (f) a crossover region from 
nucleotides 170500 to 175068; (g) a polynucleotide sequence at least 90% identical to a Toledo 
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genome from nucleotides 175069 to 203136; and (e) a polynucleotide sequence at least 90% 
identical to a Towne genome from nucleotides 205803 to S-term. 

15. (New) An immunogenic composition comprising the chimeric virus of claim 3. 

16. (New) An immunogenic composition comprising the chimeric virus of claim 7. 

17. (New) An immunogenic composition comprising the chimeric virus of claim 13. 

18. (New) An immunogenic composition comprising the chimeric virus of claim 14. 

19. (New) A method of prophylactic treatment of a human cytomegalovirus-related disease 
or condition comprising administering to a human an inmiunological composition of claim 15 in 
an amount sufficient to stimulate an immune response in said human. 

20. (New) A method of prophylactic treatment of a human cytomegalovirus-related disease 
or condition comprising administering to a human an immunological composition of claim 16 in 
an amount sufficient to stimulate an immune response in said human. 

21. (New) A method of prophylactic treatment of an human cytomegalovirus-related disease 
or condition comprising administering to a human the immunological composition of claim 17 in 
an amount sufficient to stimulate an immune response in said human. 

22. (New) A method of prophylactic treatment of a human cytomegalovirus-related disease 
or condition comprising administering to a human an immunological composition of claim 1 8 in 
an amount sufficient to stimulate an immune response in said human. 
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